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PROJECT DESCRIPTION
Tobacco dependence is the number one cause of 
preventable diseases in the U.S. (NIH). Certain single 
nucleotide polymorphisms (SNPs) in genes for acetylcholine 
receptors (chrna) have been linked to heavy cigarette 
smoking in humans.  Zebrafish represent an excellent model 
organism for studies of nicotine use behavior because of 
behavioral, developmental and genetic tools that are 
available. We developed a protocol for analyzing single 
nucleotide polymorphisms (SNPs)  in genes of individual 
zebrafish that have been identified as nicotine-seekers or 
non-seekers in behavioral choice tests. Zebrafish genes for 
acetylcholine receptors (chrna3 and 5), a transcription factor 
(nol4lb) and a cytochrome P450 gene (cyp2y3) were studied. 
Results show that the applied methodology can be used to 
map SNPs in selected genes in individual zebrafish. 
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